Remarks 

Claims 1-58 are pending in this application. Claims 1-9, 17-44, 47-53, 57 and 58 have 
been withdrawn from consideration. Claims 10-16, 45, 46 and 54-56 are rejected. 
FT FfTTQN/RFSTRTCTIONS 

The Examiner states in part: 

The specification recites a number of nucleic acid sequences that are not properly 
identified with sequence identifiers (see for example, p. 39 of specification, and 
throughout, and also at least figures 1, 2A, and 2B). ft order to comply with the 
requirements of the sequence rules (37 CFR 1.821 - 1.825), Applicant must submit, as 
appropriate , a new CRF and paper copy of the Sequence Listing containing these 
sequences, in addition to the previously listed sequences, an amendment directing entry of 
the Sequence Listing into the specification, an amendment directing the insertion of the 
SEQ ID NOs into the appropriate pages of the specification and a letter stating that the 
content of the paper and computer readable copies are the same. 

PTO Paper dated May 15, 2003 at 2-3. 

Applicants respectfully request that the "new" Sequence Listing submitted with this amendment 
be entered into the specification. 

Applicants have amended the specification to properly identify nucleic acid sequences with 
sequence identifiers. For the figures (Figs. 1, 2A and 2B). Applicants have inserted the sequence 
identifier in the "BRIEF DESCRIPTION OF THE DRAWINGS" section. 
Applicants are submitting, the following items: 

(a) a new CRF and paper copy of the sequence listing containing the sequences, in addition 
to the previously listed sequences; 

(b) an amendment directing the entry of the sequence listing into the specification (see 
supra); 

(c) an amendment directing the insertion of the SEQ ID NOs. into the appropriate pages of 
the specification (See "Amendments to the Specification"); and 
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(d) 



a letter stating that the content of the paper and computer readable form are the same. 



SPECIFICATION 

The Examiner states: 

The disclosure is objected to because of the following informalities: 
The specification refers to Figure 1 on page 38, but the figure being referred to within the 
text of the specification does not seem to be the same figure 1 as is present in the 
drawings. Page 42 also refers to Figure 1. Likewise, page 45 refers to a Figure 2 but 
does not appear to be referring to the Figure 2 present in this application. 

7d.at3. 

Applicants have amended the specification so that the specification refers to the correct figures, 
thus alleviating this objection. 
INFORMATION T^Sf!T.OSURE STATEMENT 
The Examiner states: 

The listing of references in the specification is not a proper information disclosure 
statement 37 CFR 1 .98(b) requires a list of all patents, publications, or other information 
SSfb. inside ration *?the Office, andMPEP § 609 A(l) states, "the hst may not 
be incorporated into the specification but must be submitted in a separate P*P£ 
Therefore, unless the references have been cited by the Examiner on form PTO-892, they 
have not been considered. 

Id. at 3. 

Applicants acknowledge the Examiner's statement regarding references considered by the 
Examiner. 

n ATMRFJECTTONS-35U.S r S 1 1 2. SECOND PARAGRAPH 

Claims 10-16, 45, 46, 54, 55. and 56 are rejected under 35 U.S.C. § 112, second 
paragraph, as being indefinite. 
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The Examiner states: 

Claim 10 is indefinite because the preamble recites the method is for screening animals to 
determine those more likely to exhibit improved meat quality traits, but the method steps 
recite steps of assaying a biological sample for the presence of a genotype. The claim 
does not set forth which of the recited genotypes for positions 199 and 200 is in fact 
associated with improved meat quality traits. Claims 1 1-16 are indefinite for reasons as 
they depend from claim 10. 

W.at4. 

Applicants have amended the preamble of claim 10 to match the remainder of the claim 
according to the Examiner's suggestions. Also, claim 10 has been amended to recite which 
genotype for positions 199 and 200 are associated with specific meat quality traits such as color, 
pH level, marbling, and drip loss. Claims 1 1-16 by their dependency to independent claim 10 
contain all the limitations of amended claim 10. Therefore, Applicants respectfully request the 
Examiner to withdraw this rejection. 
The Examiner states: 

Claims 10-16, 45, 46, 54, 55, and 56 are further indefinite over the recitation "improved 
meat quality traits" because whether or not a particular meat quality trait is an 
improvement is entirely a relative matter and thus, it is unclear what traits are being 
predicted by the methods. 

Id. 

Applicants have amended claim 10 to recite specific traits such as color, pH level, marbling, and 
drip loss, thereby making more clear what traits are being predicted by the methods. Support is 
found throughout the specification as filed. Claims 45, 46, 54, 55 and 56, have also been 
amended to recite specific traits, which are supported by the application as filed. Applicants 
respectfully request reconsideration of these claims and withdrawal of this rejection. 
The Examiner states: 
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Claims 10-16, 45, 46, 54, 55, and 56 are indefinite because the recitation "said animal" in 
the assaying steps of the claims does not have proper antecedent basis in the claims 
because the claims do not previously refer to an animal but to animals. 

Id. at 5. 



Claims 10-16, 45, 46, 54, 55, and 56 have been amended to recite "an animal", thereby having 
proper antecedent basis in the claims. Applicants respectfully request this rejection be 
withdrawn. 

The Examiner states: 

Claims 10-16 are indefinite over the recitation that the "genotype" to be determined is 
characterized by "a polymorphism" in claim 10. This is confusing because a genotype is 
generally accepted to be a recitation of particular alleles present at a polymorphic site in s 
nucleic acid, yet in claim 10 the genotype is characterized by the presence of the 
polymorphism itself, regardless of the allele present at the particular positions in the 
PRKAG3 gene. 

Id. 

Claim 10 has been amended to more clearly describe the invention by reciting in part "a method 
of screening animals for a genotype associated with litter size and meat quality traits such as 
color, pH level, marbling, and drip loss, comprising obtaining a biological sample of material 
from an animal; and assaying said sample for a PRKAG3 genotype comprising at least one 
polymorphic allele, wherein said PRKAG3 genotype encodes a polypeptide having at least 95% 
sequence identity to SEQ ID NO:2, and is characterized by a nucleic acid sequence which 
encodes a polypeptide having an amino acid of valine at position 199 and arginine at position 
200, or an isoleucine at position 199 when an arginine is at position 200 in SEQ ID NO:2", 
thereby reciting particular alleles present at a polymorphic site in the encoded gene product. 
Claims 1 1-16, by virtue of their dependency contain all the limitation of amended independent 
claim 10. Applicants request this rejection be withdrawn. 
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The Examiner states: 



Claims 10-16 are indefinite over the recitation "or its equivalent" in claims 10 because 
neither the specification nor the claims set forth or explain what makes a position an 
equivalent position. That is, it is unclear how to determine or what constitutes the 
equivalent position. Claim 10 sets forth that the equivalent is determined by a BLAST 
comparison to determine the equivalent of the polymorphic position in other PRKAG3 
polypeptides. Claim 11 is indefinite for reciting "or its equivalent" for the same reasons 
as claim 10. 

Id. at 6. 

Applicants have amended claim 10 recite that the polymorphic allele includes an isolated 
polypeptide that exhibits substantial sequence identity to SEQ ID NO:2 when said polypeptide is 
aligned with SEQ ID NO:2 in a Blast comparison using default parameters. Support is found in 
the specification as filed (see spec, pages 9-15). Such sequence alignment programs are known 
to those of ordinary skill in the art. Moreover, the specification discloses on page 10, for 
example, that the Blast comparisons may be used to ascertain whether the particular allele is 
analogous to the one disclosed herein. (See page 10 and on in specification). Applicants have 
amended claim 1 1 to recite "the method of claim 10 wherein said polymorphism is a transition of 
a guanine to an adenine at nucleotide position 595 of SEQ ID NO: 1 or a nucleotide sequence 
having substantial sequence similarity to SEQ ID NO: 1 as measured using BLAST sequence 
comparison algorithm" thereby setting forth what makes a position an equivalent position. 
The Examiner states: 

Claim 1 1 is indefinite over the recitation of "at nucleotide position 595" because the 
claim fails to provide a reference sequence for which position 595 is relevant. Use of a 
sequence identifier to set forth the position would overcome this rejection. 



Id. 



Claim 1 1 has been amended to recite a sequence identifier to set forth the position. 
The Examiner states: 
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rioim* \1 13 are indefinite because it is unclear how or why one would use a short 
detecta single nucleotide polymorphism as is being detected in claim 12. 



Id. 



Although not acceding to the Examiner's rejection, claims 12 and 13 have been cancelled. 

The Examiner states: 

Claim 13 is indefinite because it is unclear what is meant for a 
from and based upon" and further because the designators RP1F and PN52R2 are 
aZa^ SfieL and it is unclear what these designations mean. Use of sequence 



identifiers is recommended. 



Id. 



Although not acceding to the Examiner's rejection, Applicants have cancelled claim 13. 
The Examiner states: 

Claim 16 is indefinite because it is unclear what is meant for aprimer |^f^ ted 
from and based upon" and further because the designators RNF and RNR are 
Ki£ and it is unclear what these designations mean. Use of sequence 



identifiers is recommended. 



Id. 



Applicants have amended claim 16 to recite ' primers selected from the group consisting of SEQ 
ID NO: 16 and SEQ ID NO:23", thus using sequence identifiers. Although not acceding to the 
Examiner's rejections, Applicants have deleted the recitation "selected from and based upon". 
The Examiner states: 

Claim 45 is indefinite over the recitation that the "genotype" to be determined is 

Particular amino acids. This is confusing because the genotype is being 
2SSSte.5Sc sample, yet the claim recites assaying for the presence of ammo 
JSTpSto the claim dci not set forth an identification for what protem the ammo 
* dUti^ ^'are imbedded within, and thus the recitation of positions re cited 

AS. are completely arbitrary. Also, the claim fails to set for* method steps of 
how the purpose of the claim as recited in the preamble is accomplished. 
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A/, at 7. 

Applicants have amended claim 45 to recite in part "assaying the PRKAG3 protein as depicted in 
SEQ ID NO:2 in said sample for the presence of a threonine at amino acid position 30, a glycine 
at amino acid position 52 and an isoleucine at amino acid position 199 in SEQ ID NO:2, wherein 
the presence of said threonine at amino acid position 20, glycine at amino acid position 52 and 
isoleucine at amino acid position 19? is indicative of said animal possessing favorable meat 
quality traits comprising color, pH level, marbling, and drip loss, wherein said animal possesses 
at least 90% sequence identity to SEQ ID NO:2", thereby reciting that the genotype is determined 
from a from a "biological" sample, i.e., protein, setting forth an identification for what protein 
the amino acid positions are imbedded within, and setting forth method steps of how the purpose 
of the claim as recited in the preamble is accomplished. 
The Examiner states: 

Claim 46 is indefinite over the recitation that the "genotype" to be determined is 
characterized by a particular amino acids. This is confusing because the genotype is 
being determined for a genetic sample, yet the claim recites assaying for the presence of 
amino acids. Further the claim does not set forth an identification for what protein the 
amino acid positions are imbedded within, and thus the redtation of a particular position 
recited in the claim is completely arbitrary. Furthermore, the claim is mdefinite because 
it fails to set forth in the method steps how the purpose of the claim as recited m die 
preamble is accomplished. That is, the claim fails to set forth how assaying for the 
presence of a genotype results in determining an animal more likely to have favorable 
meat quality traits. 

Id. 

Claim 46 has been amended to recite in part, "assaying the PRKAG3 protein as depicted in SEQ 
ID NO:2 in said sample for the presence of a isoleucine at position 199 and an arginine at 
position 200, wherein the presence of said isoleucine at position 199 and arginine at position 200 
is indicative of an animal having a lower level of glycogen, lactate, and glycolytic potential, 
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higher ham and loin pH and favorable color scores", thereby reciting that the genotype is 
determined from a from a "biological" sample, i.e., protein, setting forth an identification for 
what protein the amino acid positions are imbedded within, and reciting method steps of how 
assaying for the presence of a genotype results in determining an animal more likely to have 
favorable meat quality traits. 
The Examiner states: 

Claims 54 and 55 are indefinite because they fail to set forth in the method steps how the 
purpose of the claims as recited in the preamble is accomplished. That is, the claim fails 
to set forth how assaying for the presence of a genotype results in detenmmng an amma 
more likely to have favorable meat quality traits. Furthermore, the term the 
in the last line of the claims lack proper antecedent basis in the claims. 

W. at 7-8. 

Claims 54 and 55 have been amended to recite how the purpose of the claim as recited in the 
preamble is accomplished. Moreover the claims have been amended to provide proper 
antecedent basis for the term "the PRKAG3". 
The Examiner states: 

Claim 56 is indefinite over the recitation that the "genotype" to be ^determined is 
characterized by particular amino acids. This is confusing first, because the genotype is 
being determined for a genetic sample, yet the claim recites assaying for the presence of 
amino acids. Further, the claim does not set forth an identification for what protein the 
amino acid positions are imbedded within and thus the recitation of particular positions 
recited in the claim are completely arbitrary. Furthermore, the claim is indefinite because 
it fails to set forth in the method steps how the purpose of the claim as recited m the 
preamble is accomplished. 

MatS. 

Claim 56 has been amended to more clearly describe the invention by reciting in part, "a method 
of screening animals to determine those more likely to have favorable meat quality traits 
comprising obtaining a sample of biological material from an animal; and isolating PRKAG3 
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PRKAG3 protein as depicted in SEQ ID N0:2. 



<*< tt g r. s U2. PA * AflRAPH 

aa im8 .0. 1 6.4 5 .«. 5 4.55.3 nd 56we rcK iec^ m de t 35O.S.C.Sn2.«P^ 

The Examiner states in part: 

p^ibte animal for ft. same f**-?" £ S^ s ™t other than 

SePRKAGJ geneormethods wtaeh «*2SffiJfci."«lWi*» 

with these claims- 
Wat8-19. 

in k « 46 54 55 and 56 to recite Ibat the animal has at 
App«canu> have amended claims 10-16, 45, 46, 54, an 

lpW- | 1 *.t.k*--- i *'* tt,,,^,il, * 

^SWU, demonsu^po.ymorphismsin this prCcinora^on thereof which are analog 

^eineffecU.Me^odssuchashvbntotion, which are well known in .Ms an^ he used to 
^Uonwimontnndneexpenmenta.on. ,n the ,ab. hvWiaation conditions wouMenaMe one 
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naturally occurring variants. 



PRIORITY 

The Examiner states; 



Although the AppUcants'c.ata ^^jSSSi prorfde 

application. N ^ ° f ^ ^^Sl scone for atleaa the same reasolis why the 
first paragraph for the claims to then "*££Z the claims. Furthermore, the 

September 10, 2001. 



Id. at 19. 

Applicants uaverse. * t ^m*^^~»l-«^'*^''** 

.de^suopctfund^ 

Serial No. 60*99,1 1 1. Applicant, discloses on page 35, fust paraph. haplotypes associated 
with a trait(s). 

n ATM RE3ECT "™* - ™ 1 1 s c - s 102 
• Claimsl(M6,45,46^^^ 

being anticipated by Milan et al. (Science, 19 May 2000, Vol. 288, pages 1248-1251). 
The Examiner states: 
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exhibit improved meat quality ™*™ m f™"\ n (p . l2 A9); and assaying for the 
obtainingabiologicalsampleof tuttn* ^m^nud £ gene 

presence of a genotype ^^^LT^^Li an amino acid of arginine at 
characterizcd by an * at position 199 and an arginine at 

position 200 (Table , ^ ctff. teach that animals with the* 

Position 200 (Table 1, allele 5). ^f^'^ b ^ the rn + allele) 

alleles 2-5 have higher meat Vf^^^Z detect threonine at amino acid 
Furtoore,Milaneta^^ 199. 

lerent in me methods taught by Milan et al. 



Id. at 20-21 
A prior art 



F3 d,35 8 ,363(^.^.1998, a**.!— — '-•-'»**^■ , 
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— — - * i - l-i,ID 

^tlittersi,. CSeespecpageiS, Therefore, Applicants' invention is not anticipated 

^arern*. CSees^.paseS.B^e^^A^n. ^cants provide 

^nesthatdonotse^teforRN-. 

A dd*on« 
Ma.F Rothschild under 37 C.F.R.§ l.iai.toove.omeMilanetal. 

Nofe esorexter*ionsof^^ 

additional fees to Deposit Account No. 26^)084. 

Reconsideration and allowance is respectfully requested. 

Respectfully subr 
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